Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.045; wR factor = 0.116; data-to-parameter ratio = 15.8.
In the title compound, C 23 H 24 O 8 ÁH 2 O, the six-membered ring of the oxan-4-one (tetrahydropyran-4-one) ring displays an envelope conformation with the heterocyclic O atom at the flap position. The dihedral angles between the terminal benzene rings is 37.23 (10) . Classical intermolecular O-HÁ Á ÁO and weak C-HÁ Á ÁO hydrogen bonds are present in the crystal structure.
Related literature
For pharmacological activity of curcumin [systematic name (1E,6E)-1,7-bis(4-hydroxy-3-methoxyphenyl)-1,6-heptadiene-3,5-dione], see: Maheshwari et al. (2006) . The title compound is used in the preparation of curcumin analogues, see: Du et al. (2006a,b) ; Liu et al. (2008) . For a related structure, see: Abaee et al. (2008) . For the synthesis, see: Du et al. (2006a,b) ; Youssef et al. (2004) .
Experimental
Crystal data 
Data collection
Bruker SMART CCD 1000 areadetector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0. Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes:
Data collection: SMART (Bruker, 1999 ); cell refinement: SAINTPlus (Bruker, 1999) ; data reduction: SAINT-Plus; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. antifungal, cancer chemo preventive, cancer chemotherapeutic properties etc. (Maheshwari et al., 2006) . We ever screened curcumin analogues for aldose reductase (Du et al., 2006a) , α-glucosidase (Du et al., 2006b ) and thioredoxin reductase inhibition (Liu et al., 2008) . This class of compounds is readily synthesized by reacting a substituted benzaldehyde with tetrahydropyran-4-one; in the case of the title compound, 4-hydroxy-3,5-dimethoxybenzaldehyde was used as the reactant.
The molecular structure of the title compound contains the two 4-hydroxy-3,5-dimethoxyphenyl substituents on the tetrahydropyran-4-one, and the six-membered hetero-ring adopts an envelope conformation with the flap oxygen atom displaced by 0.682 (10) Å from the plane of the other five atoms (Figure 1 ).
Similar structures have been observed in the literature (Abaee et al., 2008; Du et al., 2006a,b) .
The dihedral angles formed between the mean plane through the six atoms of the pyranone ring and two benzene rings 
Experimental
The title compound was synthesized using a general procedure (Du et al., 2006a,b; Youssef et al., 2004) . 4-Hydroxy-3,5-dimethoxybenzy (0.01 mol) and tetrahydropyran-4-one (0.005 mol) were dissolved in THF and added 0.5 mL concentrated HCl as catalyst. The mixture was warmed at 298-303 K for 24 h, cold water was added to precipitate the yellow compound.
Crystals were obtained by recrystallization from THF solution.
Refinement
The C-bound H atoms were positioned geometrically and were included in the refinement in the riding-model approximation, with C-H = 0.96 (CH 3 ), 0.97 (CH 2 ) and 0.93 Å (aromatic); U iso (H) = 1.2U eq (C) for H atoms on secondary and tertiary C atoms, and U iso (H) = 1.5U eq (C) for methyl H atoms. The water and hydroxyl H atoms were located in a difference Fourier map and refined as riding with U iso (H) = 1.5U eq (O).
supplementary materials sup-2 Figures   Fig. 1 . Perspective view showing 30% probability displacement ellipsoids and the atom-numbering scheme. 
Special details
Experimental. The formulation was established by the NMR spectrum and ESI mass spectrum. Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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